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Benchmarking Atlantic salmon (Salmo salar L.) performance to test translation

of research from experimental to commercial systems using omics techniques
Experimental Platform for Aquaculture Production (EPAP)
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| chose a BECRC PhD because of my passion for aquaculture, my desire to
be involved in an industry-academia collaborative project, and my interest
in developing expertise in omics techniques.

Following my PhD, | aspire to become an aquaculture researcher in fish
physiology and nutrition.

Research background and experimental design
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Tasmania is the largest producer of seafood and Atlantic salmon in Australiat
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Understanding proteomic and metabolomic response in Atlantic salmon exposed to sub-optimal conditions
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Understanding the effects of different sizes on salmon response

Understanding the molecular mechanisms underpinning differential performance groups, and potential biomarker discovery
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